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monoacetone glucose (MAG)
2H NMR spectrum 169
in hepatic glucose production measurement 170,
171

189
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aerobic glycolysis, flow diagram 741
anaerobic glycolysis, flow diagram 14/
factors affecting transition between three states
138, 181
glucose metabolism 5, 137-147
glucose-derepressed cells 138, 181
effect of oxygen 140
futile cycling by 144-145, 147, 181
intermediates /42
turbo effect in transition period 139, 144, 147,
181
glucose-repressed cells 138, 181
effect of oxygen 140
intermediates /42
yeast spores
in dormancy period
ATP concentration 156
role of trehalose in 150, 152—153,
156, 181
factors affecting formation of 138
metabolic changes during germination 151-152,
153
NMR studies on trehalose metabolism 150-153
yeast strain Y55, confusion about identity 150—151n

With kind thanks to Paul Nash for creation of this index.



