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immunosuppressed individuals
52, 354, 357
protein localization methods
199-200, 200-1
human herpes virus-6 (HHV-6)
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replication  284-5, 286
strains  287-8
structure 284, 284
swine strains 287
type A 48, 1324, 283-8
type B 283
type C 283
initiation codon, translation 233,
235
QP bacteriophage 270, 271
see also AUG initiation codon
initiation factors (IFs)
eukaryotic (elFs) 233, 234
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interferon (IFN) 19, 24, 126-30,
164
antiviral activity 128, 129,
130
induction 127-8, 129, 295
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SV40-induced 314
transitory (abortive) 314, 315
transformed cell foci  165-6, 166
transgenic mice 464, 465
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cukaryotic 2334, 234
as first step in RNA virus
expression 248
in vitro 209, 210
negative-sense RNA viruses
285, 286, 289-90
plant RNA viruses 267, 268,
269
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