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routes of entry   22, 406
surface glycoprotein (SU or 

gp120)   400, 402, 405
T cell infection   106
tissue tropism   23
transmembrane glycoprotein 

(TM or gp41)   400
transmission   6–7, 24, 28
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phosphoribosyltransferase 
(HGPRT)   196–7, 198

ICAM see intercellular adhesion 
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HIV-1   404–5
integrated retroviruses   389
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whole-body   468, 469
maize streak virus   326
major histocompatibility complex 

(MHC)   104
type I (MHC-I)   82

antigen presentation   104, 
104–6, 162

inhibition of antigen 
presentation   111–12, 
164

interferon actions   130
type II (MHC-II)   82, 105, 

106
male specifi c phages   89
map units (mu), genome   441–2
Marafi virus   70
Marburg virus   282
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