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Bayesian approaches, 42
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Broad Street pump, 69

bronchitis, 11
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Change of support, 257
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changes of scale, 25
choropleth method, 234
circular clusters, 122
cluster, 26
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distributions, 113
function terms, 281
modelling, 115
size, 116
space-time, 118, 124, 127, 137
cluster centre, 10
clustering, 10
classification, 112
focused, 113, 144
general, 6, 112, 118, 148
hypotheses relating, 114
non-focused, 113
non-specific, 113
space-time, 123-127, 136—140
specific methods, 113
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colour shading, 70
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models, 51
Multivariate, 213
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count data, 8
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count data modelling, 227
counts, 113
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Dirichlet/Voronoi tessellation, 75
discrete data, 4
disease clustering, 5, 6, 25, 37, 69,
85
disease count, 71
disease incidence, 38, 189
disease mapping, 3, 26, 34
disease mortality, 77
disease risk, 38, 39
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hypothesis tests, 253
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weighting schemes, 28
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georeferenced case events, 222

geostatistical mapping, 36—43

geostatistical prediction, 151

geostatistics, 34

Geweke’s posterior monitoring, 130

Gibbs sampler, 164, 204

Gibbs—Metropolis sampling, 103
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kernel smoothing, 36, 52
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Laplace approximation, 213
large scale, 26
disease mapping, 189-245
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Lawson—Viel test, 127
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likelihood conditional, 128
likelihood models, 194—-197
likelihood ratio, 165
likelihood ratio test, 122
likelihood-based approaches, 42
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link functions, 45, 46, 58
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Local likelihood model, 133—138
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log-linear model, 170, 171
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(MCMC) sampling, 115,
134, 290
Markov mesh models, 56
Markov point process, 163
Markov random field (MRF), 163
matched case control modelling,
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maximum likelihood (ML)
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model fitting, 286287
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Minitab, 60
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Misaligned Data Problem, 256-259
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model performance evaluation,
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morbidity event, 27
mortality, 27
mortality data, 227
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mortality event, 27
MRF model, 164
Multilevel modelling, 256
multilevel monitoring, 258
multinomial covariance matrix, 120
multiple disease, 174, 175, 181, 183
analysis, 174-183
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non-parametric methods, 202
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observed counts, 192
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outfall patterns, 161
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parametric models, 123
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point event data, 166
point event locations, 191
point event models, 42-58
point events, 119
point process, 28, 29, 71, 79, 144
residuals, 166, 167
Poisson distribution, 121, 252, 254
Poisson distributional model, 115
Poisson intensity, 202
Poisson likelihood, 236, 237
Poisson likelihood model, 236
Poisson model, 144
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168, 252-254, 281
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surface, 204, 239

INDEX
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susceptible, 270, 271, 279, 280,
284-285

397

susceptible population, 269-272,
279

symbolic representation, 32

Syndromic Surveillance, 304—-305
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