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Copyright 8 2006 WILEY-VCH Verlag GmbH & Co. KGaA, Weinheim
ISBN: 3-527-31294-3

431



animal model (cont.)
– metabolic research 271ff

– pig 275

anorexia 94

anterior piriform cortex 94, 102

anti-estrogenic 421

antioxidant responsive element 141

antioxidants and inflammation 318

aP2 118, 165

Apaf-1 59

apoE-deficient mice 169

apolipoprotein

– apoA-I 163, 167, 173

– apoA-II 163

– apoB48 167

– apoE 316

– apolipoprotein E 14

– A-V 163

– E 314

apoptosis 59

arachidonic acid 82

Asian population 199, 425

ASP 215

asparagine synthetase (ASNS) 97

aspartame 389

association/linkage disequilibrium test 282

association studies

– blood presure regulation 342

– family-based studies 237

– in hypertension 335

– in obesity 268

– in type 2 diabetes 227

– population-based 237, 358

– results of 238

asthma 319

AT1 receptor 332

ATF 98

ATF-2 phosphorylation 101

ATF-4 100

atherogenic risk factor 195

atherosclerosis 14, 159, 302

ATP-sensitive potassium channel 238

AU-rich element 141

Australians Aborigines 224

average backfat thickness 275

AZIP mice 165, 215

b
Bardet-Biedl syndrome 268

basal transcriptional machinery 37, 53

benzo[a]pyrene (BaP) 419

bexarotene 63

bHLH 38

bHLH-IZ 209, 211

bHLH-LZ 82, 107, 112

bile acid 213, 314

– sythesis 80

biometrical analysis 284

bitter taste 391

blood pressure 328

bone tissue homeostasis 121

bradykinin 333

brain-derived neurotrophic factor (BDNF)

278, 281

BRG-1 38, 41

broccoli 16

butyrate 75

c
C57BL/6 mice 398

cadmium 141

Caenorhabditis elegans 271

calpain 10, 229

cancer 15, 180, 355

– breast 190

– gastric 190

– gastrointestinal 190

– head 190

– lung 190

– lymphomas 190

– neck 190

– ovarian 190

– pancreatic 190

– prostate 190

– skin 57

– thyroid 190

cancer-preventive drugs 61

cap 180

carbohydrate feeding 211

carcinogenesis models 61

– DMBA 62

– TPA 62

cardiovascular disease 14, 310

CARM1 38

b-carotene 50, 356

cascara 399

case-control design 237

caspase 59, 188

catechins 425

catechol-O-methyltransferase (COMT) 425

cationic amino acid transporter (Cat1) 97

Caucasian population 236, 239, 342

CBP/p300 38f, 53

CD36, 160 165

C/EBP 98

C/EBP homologous protein (CHOP) 97

C/EBPa 118, 208, 213

cell biology 12

432 Index



cervical dysplasia 57, 61

chaperones 29

chemotaxis 306

chicken ovalbumin upstream promoter

transcription factor (COUP-TF) 27

Chinese Han population 341

Chinese population 223, 369

ChIP 42

Chlamydia pneumoniae 312

cholecystokinin 387, 395

cholesterol

– absorption 164

– efflux 167

– reverse transport 80

CHOP 98

ChoRE 85

– E-box 112ff

ChREBP 76, 213

– and glucokinase 113

– dephosphorylation 112ff

– glucose metabolism 113

– glucose metabolite 110

– glycolytic and lipogenic enzymes 110

– Mlx (Max-like protein X) 113

– nuclear translocation 112

ChREBP and glucose 85

– dephosphorylation 85

– nuclear translocation 85

ChREBP and pyruvate kinase 85

– dephosphorylation 85

– nuclear translocation 85

chromatin 29

– remodeling 41, 78f

– remodeling complex, ATP-dependent 41

chronic inflammatory disease 159

chrysin 424

cigarette smoke 419

Cohen syndrome 268

complex traits 282

constitutive androstane receptor 26

cooking meat 363

– breast cancer 364

– colorectal cancer 364

CoRNR box 43, 55

cortisol 333

cortisone 333

COUP-TFII 112

COX-2 168

CPT-I 79

C-reactive protein (CRP) 306

Crohn’s disease 302

cruciferous vegetables 16, 141, 401, 421, 424

cryptdins 125

curcumin 141, 423

cyclamate 389

cyclic nucleotide-gated cation channel 388

cyclin D1 188

cycloheximide 391

cyclooxygenase-2 124, 167

CYP7A 80, 85

cytokines 305

cytosolic GPX 319

d
DASH trial 330

database

– AceDB 272

– BDGP 272

– European Bioinformatcs Institute (EBI) 7

– Flybase 272

– for alternativly spliced isoforms 142

– MIAME 7

– Microarray Gene Expression Data (MGED)

Society 7

– Obesity Gene Map 274

– pig genome 275

– pig QTL 275

– Wormbase 272

DAX 1 28

DBA/2J mice 398

db/db mice 164, 273, 394

defensins 125

DGAT 215

DHA 82

15-deoxy-D12, 14-prostaglandin J2 76, 79

diabetes

– genetic linkage, maturity-onset diabetes of

the young 246f

– polygenes 247

– prevalence of 225

diadzein 423

dietary glycemic load 364

dietary salt 328

direct repeat 34ff, 51, 77, 161

DNA

– adducts 364, 414, 418

– methylation 270

– methyltransferase (DNMT) 58

DNA-binding domain (DBD), nuclear receptors

32, 51, 77f

docosahexaenoic acid 29

dopamine 1 (D1) receptor 342

2D PAGE 9

DRIP 53

Drosophila melanogaster 272

drug therapy, variation in response in

sulfonylurea treatment 247

dyslipidemia 14, 208

Index 433



e
eating habits 387

E-boxes 211

4E-BP1 100

EFSec 137

eicosanoids 306

electrophiles 415

EnaC 394

ENCODE project 271

endoplasmatic reticulum stress response

(ERSR) 99

endotoxin 310

EPIC 15

epicatechin gallate 423

epigallocatechin gallate (EGCG) 423, 425

epithelial sodium channel (ENaC) 342, 387

essential hypertension (EH) 328

– mitochondrial genome mutation 344

estrogen

– metabolism 421

– receptor (ER) 27, 34, 55

estrogen-related receptor 28f

estrogen-related receptor alpha (ERRa) 208

– defficient mice 211

ethnic groups 223ff

eukaryotic translational initiation factors 180

European Projects on Genes in Hypertension

(EPOGH) 336

European Prospective Investigation into

Cancer and Nutrition (EPIC) 420

everted repeats 77

expression in adipocyte 210

expression in hepatocyte 212

extracellular fluid volume(ECV) 331

f
familial aggregation 224

– in type 2 diabetes 226

familiar segregation, in type 2 diabetes 224

family studies, in type 2 diabetes 224

farnesoid X receptor (FXR) 27, 82

Fas-associated death domain (FADD/Mort-1)

59

fasting triglycerides 312

fat storage 216

fatty acid-binding protein (FABP) 83, 86

fatty acids 74

– chain length 75

– degree of saturation 75

– synthase 84

– uptake 80

fenofibrate 173

fenretinide 63

FIAF 215

FIAF/ANGPTL4 216

fibrate drugs 160

fibrates 80, 167

fingerprint 9

Finnish population 342

fish oil 75, 314

FK506-binding protein 189

foam cell 197

folate 15

– breast cancer 361

– cervical cancer 362

– colorectal cancer 361

– esophageal cancer 362

– hematopoietic malignancies 362

– intake 359

– metabolism 368

– status 360

– supplementation in pregnancy 362

food aversion 102

food-frequency questionnaires 421

food intake, regulation of 278

Framingham Heart study 345

Framingham Offspring Study 225, 318

Framingham study population 317

French population 229

fruit and vegetables 330, 356, 420

g
GC/MS 10

GCN2 100, 102, 183

– pathway 95

gemfibrozil 173

gender 307

general transcription factor 36

genetic tools 12

genistein 55, 423

genome 8

genotype-disease association 357

germ cell nuclear factor 28

Gilbert’s syndrome 425

GISSI study 315

glitazones 173

global gene expression analysis 8

glucocorticoid receptor(GR) 27, 29

glucokinase 86, 246

glucose

– addiction 187

– by transcriptional regulation 106

– homeostasis 197

– uptake 80

glucose-6-phosphate dehydrogenase 86

glutamate 390

glutathione peroxidases 133

– catalytical triad 133

434 Index



glutathione-S-transferase (GST) 363, 421ff

glycemic index 364, 367

glycogen synthase kinase 188

glycolysis 106

Gordon’s syndrome 334

G protein-coupled receptor kinases 4 342

Greek Caucasian population 344

growth control 94

growth hormone 94

GSTM1-null genotypes 422

GTPase-activating protein (GAP) 184

guanine nucleotide exchange factor (GEF)

182

guanosine-5 0-monophosphate (GMP) 390

gustducin 392

– knockout mice 392

h
hair follicle 122

HapMap Project 270

HDAC 53, 58

HDL-cholesterol 14

HDL receptor 167

Health Professional Follow-up Study 368

Heliobacter pylori 312

helix 12 (H12)

– nuclear receptors 33, 44, 53f, 197

hemocysteine 15

hepatic nuclear factor-4a (HNF4a) 80, 246

– crystallographic analysis 81

– genes regulated 80ff

– ligand-binding pocket 81

– natural ligands 80ff

– tissue-specific expression 80ff

hepatocyte nuclear factor-1a (HNF1a) 246

hepatocyte nuclear factor 4 (HNF4) 27, 29

heteroarotinoids 63

heterocyclic amine (HCA) 414

– breast cancer 417

– colon cancer 414

– MeIQ 414

– MeIQx 414

– PhIP 414

– prostate cancer 418

heterodimer 34ff, 50, 77

– nuclear receptors 56

– polarity 51, 79

heterodimerization 32

high-fat diet 165

high-throughput technology 3

hinge domain, nuclear receptor 51

hinge region, nuclear receptor 32

histone acetyltransferase (HAT) 37, 53, 78

histone deacetylase (HDAC) 44, 75

– activity 78

histone methyltransferase (HMT) 38, 40

HLA antigen frequency 309

homocysteine 362

homodimer 34ff, 77

homodimerization 32

hormone response elements (HRE) 29, 34ff

Human Brain Proteome Project 271

Human Epigenome Project 270

human gene catalog 270

Human Genome Epidemiology Network 370

Human Genome Organization 269

Human Genome Project 268, 301

Human Genome Sequencing Consortium

269

human obesity gene map 283

3-b-hydroxy-steroid dehydrogenase 342

hyperaldosteronism 331

hyperlipidemia 314

hyperpolarization 388

hypertension 208, 327

– candidate genes 333

hypocholesterolemia 314

hypoxia-inducible factor 1, 141

i
IGF-binding protein 94

IGFBP-1 364

IGFBP-2 364

IGFBP-3 364

Ihh 125

IkB kinase 86

IKKa 188

ILK 123

inbalanced diet 94

indoles 421

Indo-Mauritian population 229

inflammation 300

inflammatory basis of disease 302f

inflammatory bowl disease 314

iNOS 168

inosine-5 0-monophosphate (IMP) 390

INSIG 83, 108

INSIG-1 209

INSIG-2 214

insulin 107

– resistance 120, 208, 214

– sensitivity 310

insulin-like growth factor 94, 364

insulin receptor 186, 278

– substrate 1 186

interleukin 1a 301ff

interleukin 6 301ff

internal ribosome entry 97

Index 435



internal ribosome entry sites (IRES) 181

INTERSALT study 328

intestinal angiogenesis 125

inverted palindromes 34ff

inverted repeats 77

iodothyronine deiodinase 136

Iowa study 364

isoelectric focusing 9

isoflavone 421

isoretinoin 64

isothiocyanate 16, 141, 421f

isotope tracer technique 11

j
Japanese general population 342

Japanese population 335, 344, 369

JDP2 101

k
Kashin-Beck disease 132

keratinocytes, differentiation 122

Keshan disease 132

Kir6.2, KCNJ11 238

l
LC/ESI/MS 10

LC/NMR 10

LDL-R-knockout mice 169

left ventricular mass (LVM) 336

leptin 197, 215, 311, 387, 394

– receptor 274, 278

leptinergic-melanocortinergic pathway 277

Leu3p 95

leucine 93

– starvation 101

leukoplakia 57, 61

leukotriene B4 76, 79

leukotrienes 306

Liddle’s syndrome 334, 342

lifespan 300

ligand-binding domain, nuclear receptor 32ff,

51

ligand-dependent activation, nuclear receptor

36

ligand-dependent transcriptional repression,

nuclear receptor 45

ligand-independent repressor, non-ligand

receptor 54

ligand-indipendent repression, nuclear receptor

42

linkage analysis 270, 282

– for EH 335

– in hypertension 345ff

– in type 2 diabetes 227

– non-parametric studies in type 2 diabetes

229

– parametric studies in type 2 diabetes 228

– POMC gene 279

– problems in diabetes 228

– results 229

linkage disequilibrium 357f

– analysis 283

– LT-a gene 304

– mapping 269

– MC4R 280

– studies 228

linkage studies, obesity-related 275

lipid disorder 160

lipid storage 211

lipogenesis 80, 106, 208ff

lipogenic gene 210, 212

lipoprotein lipase 76, 161, 314

lipoproteins 314

liver receptor homologous protein 1 28

liver X receptor (LXR) 26, 80, 208, 210, 213

– genes regulated 80ff

– natural ligands 80ff

– tissue-specific expression 80ff

LLxxL motif 142

logarithm of odds (LOD) score 227, 279,

345

longevity 307

low-fat diet 330

LPL 165

LxxLL motif 38, 54

m
MALDI-TOF-MS 9

mammalian target of rapamycin (mTOR) 100

Mapuche Indian population 223

maternal transmission 225

MCP-1 160

meat consumption 414, 418

meiotic recombination 282

melanocortin-4 receptor 274, 278

melanocyte-stimulating protein 278

Mendelian forms of hypertension 334

Mendelian patterns 282

Mendelian randomization 356, 370

messenger ribonucleoprotein particles 180

metabolism of heterocyclic amines 363

metabolite profiling 10ff

metabolomics 4

metabotropic glutamate receptor 390

metalloproteinase 160

metallothionein 215

metal responsive element 141

methionine 93

436 Index



methylation 30

Mexican American 229

microarray study 7

migration study 412

mineralocorticoid 333

mitochondrial coupling factor 6 344

mitochondrial DNA 225

monellin 389

Mongolian population 341

monogenetic obesity, models for 273ff

monogenic obesity 279

monomers 34ff, 77

mouse-trap model 34

mRNA/ribosome complex 180

MSH 274

MTHFR

– DNA repair 361

– DNA sythesis 361

MTHFR C667T genotype 361

mycotoxin 414, 420

myrosinase 421

n
NADPH oxidase 167

natural resistance-associated macrophage

protein 1 305

NcoR 43

NEFA 76, 83

negative response elements 45

neuropeptide Y (NPY) 278, 395

NFkB 86, 188, 305

– activation 313

NIDDM1 229

Niemann-Pick C1-like-1 transporter 164

Nigerian population 272

nitric oxide 167, 332

– synthase 332

nitrogen balance 93

nitrosamine 414

– colon cancer 419

NMR 11

non-adipose triglyceride storage 208

non-permissive, nuclear receptor heterodimer

36

non-Watson-Crick base pair 140

non-Watson-Crick pair 138

NRAMP 318

Nrf2 16, 141

nuclear receptor 25, 74, 209f

– agonists 54ff

– antagonists 54ff

– AP1 46

– co-activator 29, 36f, 78, 196

– co-receptor 42

– co-repressor 29, 53, 78

– CREB 46

– cross talk 46

– crystal structure 51, 54

– modifications 29

– NFkB 46

– structure of 31, 51–52, 76, 196

nutrient receptor, see nuclear receptor
nutrient-sensing regulatory unit 98

nutrient-sensing response elements 98

nutrigenetics 13

nutrigenomics 3ff

Nutrigenomics Organization 7

nutritional genomics 3

NZO mouse 275

o
obesity 165, 208, 302, 310

– polygenic 274

– prevalence of 224, 386

ob/ob mice 215, 273, 394

Ohdo-like blepharophimosis 268

Old Order Amish populations 229

oleic acid 55, 81f

omega-3 PUFA 315

omega-6 PUFA 315

orphan receptor 25

osteoblastogenesis

– Osterix 120

– Runx2 120

overweight 386

oxidative stress 141

oxidized low-density lipoprotein (oxLDL) 160,

167

oxygen-responsive element 141

oxysterol 80, 213

p
p160 co-activators 38ff

P3k 188

PABP 181f

Pacific Islanders 224

palindrome 34ff, 51

paneth cells 125f

paraoxonase-1 318

PAS 38

pattern-recognition analysis 11

PCAF 38ff

PDK1 123

pentose phosphate pathway 106

PEPCK 165

peptide mapping 9

permissive, nuclear receptor heterodimer 36

– nuclear receptors 56

Index 437



peroxisomal proliferator-activated receptor

313

peroxisome proliferator-activated receptor, see
PPAR

PGC-1a 196

PGC-1b 84

phase 2 enzyme 141

phase I metabolism gene 363

phase II metabolism gene 363

phenethyl isothiocyanate 424

phenylthiocarbamide (PTC) 391, 398

PhIP 364, 418, 424

– metabolism 416

phosphoinositide 3-kinase 184

phospholipid hydroperoxide glutathione

peroxidase 319

phytoestrogen 423

PI3K 187

– abberant cell growth 188

– stimulation by receptor tyrosin kinases 188

PI3K pathway, deregulation in human cancer

189

Pima Indian population 316

placenta 125

– development 125ff

plasma sodium and hypertension 330

plasminogen activator inhibitor-1 215

PLCb2-knockout animals 394

polycyclic aromatic hydrocarbon (PAH) 363,

414

– lung cancer 419

polygenic obesity, models for mice 274

polymorphism, see also N-acetyltransferase,
glutathione-S-transferase, GST, and MTHFR

– ABCC8 238

– ACE D/I gene 336

– ACE gene 336ff

– ADH gene 368

– Afro-Arabian population 151

– AGRP gene 278

– alcohol metabolism influenced by 367

– ALDH gene 368

– aldosterone synthase gene 336ff

– angiotensin II receptor gene 336ff

– angiotensinogen 336

– angiotensinogen gene 337ff

– apoA1 14

– APOA1 gene 317

– apoE 14

– apoE gene 317ff

– apolipoprotein B100 gene 317

– BDNF gene 281

– bradykinin receptor B1 gene 343

– bradykinin receptor B2 gene 343

– breast cancer 367, 369

– calpain 10 gene 236

– cancer influenced by 360

– carboxypeptidase gene 277

– catalase 306

– catalase gene 343

– Caucasian population 151

– Chinese population 151

– colorectal cancer 366, 368

– COMT gene 425

– CYP1A2 415

– CYP2E1 419

– CYP3A3 420

– CYP3A5 420

– cystathione synthase 363

– eating behavior influenced by 401

– ENcC gene 342

– esophageal cancer 369

– folate metabolism influenced by 360

– genes for folate metabolism 360

– genes for Mendelian forms of hypertension

334

– glutathione peroxidase-1 306

– glutathione S-transferase (GST) 363

– GPx1 gene 151

– GPx2 gene 151

– GPx4 gene 151, 319

– GPx4 gene 3 0 UTR 151

– GREB1 gene 343

– GRK4 gene 342

– GSTA4 420

– GST 16

– GST gene 422

– GSTM1 420

– head and neck cancer 369

– hepatic lipase 14

– hGSTA1 gene 416

– hippocalcin-like 1 gene 343

– human growth hormone 1 gene 366

– IGF1 gene 366

– IL-6 gene 304, 309, 315ff

– IL-10 gene 304, 310, 315ff

– IL-10 promoter 306

– IL-1b gene 304, 308, 315ff

– influencing blood pressure regulation 338ff

– in genes of the inflammatory response 303

– in PPARg gene 121

– insulin-like growth factor 2 276

– insulin receptor substrate (IRS1, IRS2) gene

239, 366

– insulin status influenced by 364

– interferon 310

– Japanese population 151

– KCNJ11 238

438 Index



– leptin gene 277, 279

– leptin receptor gene 279

– lipoxygenase 151

– lipoxygenase gene 306

– LT gene 306ff

– LT-a gene 308, 315ff

– lymphotoxin a gene 303

– MC4R gene 268, 279ff

– metabolism of dietary xenobiotics influenced

by 412ff

– methionine synthase (MTR) 363

– methionine synthase reductase (MTRR) 363

– mGluR4 gene 390

– mitochondrial tRNA11e gene 335

– MTHFR gene 15, 359f

– NAT gene 15

– NAT1 363

– NAT2 363, 415

– NAT2 gene 417

– neurotrophin receptor TRKB gene 281

– NFg-B gene 311

– NHE3 gene 342

– NRAMP1 gene 305, 318

– paraoxonase-1 gene 318

– PGC-1a gene 202

– POM gene 279

– PPARg gene 197ff, 238

– prohormone convertase 1 gene 277

– prostate cancer 366

– protein kinase, AMPO-activated, gamma 3

non-catalytic subunit 276

– ryanodine receptor 1 276

– Scandinavian population 151

– SelP gene 151

– Sep15 3 0 UTR 152

– South Asian population 151

– SPS2 gene 151

– SULT1A1 gene 417

– superoxide dismutase 306

– TAS1R gene 400

– TAS2R gene 391

– TAS2R16 gene 397

– TAS2R38 gene 397, 399

– taste perception influenced by 398

– TGF-1b gene 304, 315ff

– thymidylate synthase (TS) 363

– TNF gene 303

– TNFa-gene 308, 315ff

– type 2 diabetes influencing 240ff

– UCP2 promoter 344

– UGT1A1 promoter 424

polyunsaturated fatty acid (PUFA) 79, 214,

300, 313

– n-3 75

– n-6 75

population stratification 358

population studies, inflammation 316

post-translational modification 9

potassium 330

– channel 388

PPAR 29, 79ff, 159

– atherosclerosis in animal models 169ff

– cell differentiation 117

– expression 161ff

– fatty acid-derived eicosanoids 117

– fatty acids 117- genes regulated 79, 196

– ligands 161ff

– ligands in clinical trials 172

– natural ligands 79, 196

– tissue-specific expression 79, 195

– transcriptional activity 161ff

– vascular effects 166

PPARa 117, 159

– gene regulated 214

– glucose metabolism 163

– insulin signaling 163

– vascular actions 166

PPARa/g co-agonists 172

PPARb 123

PPARb/d

– differentiation of intestinal epithelium 125

– trophoblastic giant cell differentiation 125

PPAR/d 117

PPARd 159

– energy expenditure 164

– energy homeostasis 164

– lipid homeostasis 168

– obesity 165

– vascular actions 167

– whole-body lipid metabolism 164

PPARg 55, 117, 159, 215

– adipocyte differentiation 117ff, 165

– adiponectin 165

– adipocyte program 118

– adipogenesis 118f

– cell cycle control 118

– cell differentiation 122

– cell survival 122

– colonocyte differentiation 120

– deficient mice 211

– gene structure and function 186ff

– glucose homeostasis 165

– IL-6 165

– insulin sensitivity 165

– leptin 165

– lipid homeostasis 168

– PAI-1 165

– resistin 165

Index 439



PPARg (cont.)
– TNFa 165

– vascular functions 168

– osteoblast differentiation 120

– protein phosphatase 2A 118

PPARg and PPARa 208

Prader-Labhardt-Willi-syndrome 267

precursor SREBP-1c 214

pregnane X receptor 26

PRMT 38, 38ff

Pro12Ala polymorphism of PPARg

– atherosclerosis 201

– blood pressure 201

– body weight regulation 199ff

– dietary factor 202

– HDL-cholesterol 239

– insulin receptor sustrate 202

– insulin sensitivity 200

– lifestyle factor 202

– lipids and lipoproteins 201, 203

– obesity 239

– PGC-1 202

– physical exercises 203

– triglycerides 239

– type 2 diabetes 200, 204, 239

– weight loss 203

procoagulant factor 160

progesterone receptor(PR) 27

programmed cell death 4 189

proinflammatory cytokines 301ff

proopiomelanocortin 278

prostacyclin 76

prostaglandin 306

proteasome 40

protein arginine methyltransferase (PRMT)

39

protein defficiency, adaptation to 93

protein kinase C 86

protein phosphatase 1B 342

protein phosphatase 2A (PP2A) 85, 112, 186

protein synthesis 95, 180

proteome 8

– profiling 8

proteomics 4

P SDS-PAGE 9

psoriases 57

PTC tasters 401

PTEN 123, 184

pyruvate kinase, livertype 84f

q
quantitative trait loci (QTL)

– obesity 275

– trait type fatness 275

quantitative trait nucleotide (QTN) 276

quercetin 423

quinine 399

r
rapamycin 187, 190

RARb, tumor suppression function 62

reactive oxygen species 167

receptor-interacting domain (RID) 37

RegIA 121

renin 333

renin-angiotensin-aldosterone system (RAAS)

333, 337

renin-angiotensin system 215

resistin 197, 215

response to infection 302

response to injury 302

retinal 50

retinoic acid 29, 50

– receptor 25, 50ff

retinoic acid-related orphan receptor (ROR)

27, 82

retinoids 49ff, 61

– in cancer 63

– structural basis of action 54

retinoid X receptor (RXR) 29, 50ff, 81, 117

– silencing 56

– subordination 56

retinyl ester 50

reverse cholesterol transport 160

reverse ErbA 27

reverse transcriptase polymerase chain reaction

8

rexinoids 55, 61

Rheb 184

rheumatoid arthritis 302

rodent 273

s
S6K 185

S6K1 100

saccharin 398

salt depletion 394

salt taste 387

SBP2 137, 139

SCAP 83, 108, 209

scavanger receptor 160

SCD-1 214

SCD-2 214

Sebocytes 122

SECIS, 3 0 UTR 136

secondary hypertension 334

selD 140

selective PPAR modulators 172

440 Index



selenium 132, 319

– supply 142

selenium intake, Reference Nutrient Intake

133

selenocysteine, in-frame TGA codon 133

selenophosphate 139

– synthetase 140

– synthetase 2 139

selenoprotein 132ff

– 15 kDa 136

– alternative splicing 141f

– array 144

– function 134

– gene expression 141

– GPx1/2 knockout mouse 149

– GPx1-knockout mouse 149

– GPx4 knockout mice 149

– hierarchy 142

– knockout models 149f

– mRNA stability 141

– SelP-knockout mice 149

– SNPs 150

– splice variants 142

– subcellular localization 134

– thioredoxin reductase-knockout mice 149

– tissue distribution 134

– tissue specificity 143

– transcriptional regulation 141

– trsp knockout mice 150

selenoprotein P 136

selenoprotein synthesis 136

– eukaryotes 137

– prokaryotes 138

– read-trough of a UGA codon 148

– RNA-binding proteins 139

– transfer RNA 139

selenoprotein W 136

selenoproteome 152

sepsis 310

sex-linked differences

– in inflammatory processes 306

– on longevity 309

Sin3 44

single-nucleotide polymorphism 301

SJL strain 275

skin epithelium differentiation 122

SLC6A14 284

Smad3 123

Smad4 123

small heterodimeric partner 28

SMCC 53

SMRT 43, 53

SNP 13, 284

sodium 330

software

– GENEHUNTER 229

– geneid 139

– Genepix 145

– SECISearch2.0 139

sour taste 388

spontaneously hypertension rat (SHR) 331,

345

SPS complex, Ssy1p, Ptr3p, and Ssy5p 96

SRB 42

SRC 37

SREBP 76, 82

– precursors 209

– proteolytic activation 83, 107ff, 209

– proteolytic activation, Golgi 83

– translocation into molecules 109

SREBP-1a 82

SREBP-1c 82, 84, 107, 208

– control of glucose and lipid homeostasis

110

– pyruvate kinase 108

– targets of 209

SREBP-1c and insulin 107ff

SREBP-2 82

stearic acid 81

steatosis 214

steroidogenic factor 1 28

steroid receptor 29

sterol regulatory element-binding protein see
SREBP

sterol regulatory elements (SRE) 83, 108

strychnine 391

subcutaneous fat 217

sulfonylurea 238

sulforaphane 141

sulfotransferase (SULT) 415, 423

SUMO 40

sumoylation 30, 40

SUR1, ABCC8 238

sweet taste 388

SWI/SNF 38, 41, 53

syndecan-1 279

syndromal obesity 267

systems biology 5

systolic blood pressure(SBP) 329

t
Targretin 63

taste

– aversion 94

– peripheral modulation 394

– quality 393

taste receptor 386ff

– cell 393f

Index 441



taste receptor (cont.)
– family TAS1R 389

– family TAS2R 391

– gene, evolution of 395

– singular transduction 392

tea polyphenols 425

testis receptor (TR2) 29

TGFb1 332

thautmatin 389

thiazolidinedione (TZD) 120, 160, 216

thioredoxin 136

thrifty genotype hypothesis 224, 267

thyroid hormone receptor 25

tocopherol 318ff

Toll-like receptor 304

TOR 184

– and nutrients 186f

– pathway 95

– raptor 189

– regulation 187

– targets 186

TRAIL 59

transcriptomics 3

transcript profiling 7ff

transducin 392

transducin beta-like protein 44

translation

– control of 183f

– elongation 180

– initiation 180

– termination 180

translational complex 180

translational control elements 182

translational initiation, checkpoint 182

transmission disequilibrium test (TDT) 280

transmission distorsion/disequilibrium test

237

transposon 273

TRAP 53

TRAP/DRIP/mediator complexes 41

troglitazone 173

trophoblastic 126

TRPM5 392

– knockout animals 394

TSC 184

TSC-22 121

tumor necrosis factor alpha (TNFa) 215, 301,

311

twin studies

– in obesity 267

– in type 2 diabetes 226

type 2 diabetes 302

– ethnic-specific prevalence 223ff

– genes associated with ABCC8 238

– genes associated with KCNJ11 238

– prevalence of 223

TZD 165

u
ubiquitination 30, 40

UDP-glucuronosyl-transferase (UGT) 417,

423

umami taste 390

USF 112, 211

UTR 147, 182

v
V103l polymorphism, in melanocortin-4

receptor gene 280ff

vanilloid receptor 1 channel 387

vasoactive intestinal peptide (VIP) 395

VCAM-1 160

visfatin 215

vitamin A 50

– deficency 67

vitamin B6 15

vitamin B12 15

vitamin C 313

vitamin D receptor 25

vitamin E 313

VLDL 314

w
White population 316, 418, 422, 425

WINAC 41

WSTF 41

x
xeroderma pigmentosum 57, 61

xylulose-5-phosphate 84, 85ff, 110

y
Y box-binding protein 1 189

z
zinc finger 31, 51, 53, 77

442 Index


