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– W-135 29, 351
– Y 29, 351
– subgroup 28
serotyping 22, 38 ff.
serum
– bactericidal activity 371 ff.
– bactericidal antibody (SBA) 323ff.
– resistance 281f.
shikimate dehydrogenase 46
shock 496f.
– cold 492
– compensated 492
– decompensated 492
– warm 492
sia gene 150f.
sialic acid 151, 188, 348 ff.
– biosynthesis 284
– CMP 151
sialylation 167ff., 282 ff.
siderophore 186, 207, 219 ff.
signaling pathway 250
signature-tagged mutagenesis (STM) 89 ff.
simple sequence contingency locus 85
Sip protein 400
size exclusion chromatography

(SEC) 349ff.
slipped-strand mispairing 157
SodC, see superoxide dismutase
solid phase immunoradioassay (SPIRA) 40
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TNF-�, see tumor necrosis factor �

Toll-like receptor (TLR) 298, 311, 427,
445

– TLR2 298ff., 311, 449
– TLR4 174, 298 ff., 448
– TLR5 298
– TLR9 298, 311
TonB 219ff., 267
– TonB-dependent receptor 207, 224ff.,

375
toxoid 353ff.
tPA, see tissue plasminogen activator
trans-acting factor 104 ff.
transcription 108
– control of capsule expression 157
– regulator 157
transcriptomics 91
transcytosis pathway 262
transferrin (Tf) 217 ff.
– binding protein (Tbp) 222ff.
– receptor 186, 217, 375 ff.
transformasome 120
transformation 105, 120 ff., 157
– competence 247
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translesion DNA polymerase 135
transport 84
trimethoprim-sulfamethoxazole 62
TSH, see thyroid-stimulating hormone
tumor necrosis factor � (TNF-�) 431 ff.,

444 ff.
twitching motility 121, 246 f.

u
UDP-GlcNAc acyltransferase 167, 449
UDP-glucose-4-epimerase 172
UP, see undecaprenol phosphate
UTP-glucose-1-phosphate uridyltrans-

ferase 172
undecaprenol phosphate (UP) 152

v
vaccine 7, 27, 174, 205, 223, 284, 323 ff.,

343 ff.
– bivalent 352
– candidate 384, 396
– conjugate 343ff., 354 ff., 519
– design 391ff.
– effectiveness 414
– functional characterization 396f.
– group A 331, 349
– group B 350
– meningococcal 371 ff., 403 ff.
– meningococcal group C conjugate

(MCC) 328ff., 348 f., 406 ff.
– multivalent 184 ff.

– outer membrane vesicle (OMV) 184,
307, 332 ff., 419

– reverse vaccinology 391ff.
– serogroup-specific 39
– subcapsular 332
– tetravalent 332, 352
– WHO recommendation 348
vaccination 525ff.
vascular cellular adhesion molecule 1

(VCAM-1) 456
vasoconstriction 492
vasodilatation 492
vasoplegia 455
vasopressin 497
variable-number tandem repeats

(VNTR) 48
VCAM-1, see vascular cellular adhesion

molecule 1
virulence 89, 133, 172, 205
– factor 136
– putative virulence gene 84ff.
vitronectin 192
VNTR, see variable-number tandem repeats
volume control 108

w
Waterhouse-Friderichsen syndrome 457

y
Yersinia enterocolitica 283
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