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a
additives 12

amphipathic 6
amphiphile 6

b

bead—spring model 191, 222,
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bicontinuous structure 7

bilayer membrane 7
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—point 140

block copolymer microstructure
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bond fluctuation model 188,
191, 192, 201, 209, 215, 230

bond length 38

boundary conditions 125

Bragg condition 143

Brazovskii fluctuations 170

c

capillary waves 208, 214, 230,
231, 236, 245, 262, 264

chain entropy 9

chemical potential 148, 202

classical path 102, 105

classical phases 158

coarse-grained parameters 184,
213, 246

colloidal suspensions 4

complex phases 158

complexity 14

composites 14

composition fluctuations 169,
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223,229, 236, 244, 266, 271

conformational asymmetry 162

constraint release 77

contour length 56

— fluctuations 72

copolymer 87

course-grained segment 93

course-grained trajectory 97

critical point 140, 184, 187, 205,
210, 214, 216, 224, 236, 244,
253, 257, 265, 270

d

Debye function 44, 47, 48, 50,
189, 206, 268

deformability 1

degree of polymerization 89, 96

depletion interaction 13

diffusion coefficient 68

diffusion equation 100

dimensionless segment
concentration 97

Dirac ¢ function 173

dispersion colloids 4

DNA 5

double-tangent construction 139
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Index

e

effective interaction 12

elastic free energy 101

end-segment distribution 116

end-to-end distance 38, 56, 58

end-to-end vector 92, 183, 187,
206, 209, 226, 229, 240, 263

Euler-Lagrange equation 175

exclusion zone 166

f

fdvirus 5,14

Flory—Huggins free energy 138,
202, 214, 245

Flory-Huggins parameter 181,
186, 187, 202, 210, 212, 214,
217, 222, 230, 236, 239, 266

Fourier transform 109

freely jointed chain 92

functional 172

—derivative 173

—integration 175

g

Gaussian chain 42
—model 94, 186
ground-state dominance 107

h

hard-core potential 12

homopolymer 87, 182

Hubbard-Stratonovich
transformation 170, 193, 247

hydrophilic 6

hydrophobic 6

i

incompressibility constraint
125, 134

indistinguishability 135

interaction y parameter 134

interfacial tension 145, 148

interfacial width 145, 147, 148,
158, 163

internal energy 134

intrinsic profile 214, 235

invariant polymerization index
96, 187, 204, 207, 212, 217,
220, 225, 245, 270

k
Kuhn length 42

I

Landau-Ginzburg free energy
108, 113, 169

Lennard-Jones potential 133

lever rule 139

lipid 6

— bilayer 7

living polymerization 23

living polymers 14

local reptation 55

loss modulus 37

m

macrophase separation 138

melt viscosity 68

membrane lipid 6

method of steepest descent 123

micelles 8

microemulsion 8

microphase separation 152

molecular orientation 185, 242,
249, 262, 264

monomer 87

n
nucleation and growth 140

0
orthonormal basis functions 106



p
P-RISM theory 212, 224, 229,

260
packing effects 189, 193, 212,
222,227, 245, 250, 262, 266
pair correlation function 28
phosphatidyl choline 6
plateau modulus 64
polymer blend 180, 182, 186,
187, 190, 198, 206, 211, 226,
230, 244, 266
polymer brush 90, 114
polymer interface 90
primitive path 56

r

radius of gyration 41

random-phase approximation
111, 267

red blood cell 3

reptation 55

rheology 66

Rouse dynamics 45, 55, 56, 58,
60, 62, 63, 66, 67

s

saddle point 123

scattering function 141, 155

self-consistent field condition
137, 149, 198, 247

self-correlation function 28

shear modulus 1

sifting property 174
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sodium dodecyl sulfonate 6

soft matter 1, 11

— composites 14

spectral method 106, 127, 143,
156

spinodal 204, 205, 270

— decomposition 140

—point 140

sponge phase 8

spring-bead model 43, 45

statistical segment length 94,
183, 188, 210, 222, 239

Stirling approximation 136

storage modulus 37

surfactant 6

suspensions 4

t

time—temperature superposition
38

tobacco mosaic virus 5

transfer matrix 129

tube concept 55, 61-63

tube survival probability 63

u
unit-cell approximation 162
universality 13

w

weak and strong segregation
limits 203, 207, 209, 214, 235

worme-like chain model 167, 239
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